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SCHZf i / APPLICATION OF MULTIPLE APPROACHES
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R EHTERS | EXCELLENT LIBRARY YIELD
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Eﬂfﬁﬁ)ﬁl[/ﬁﬁf/ EXCELLENT CAPTURE SEQUENCING QUALITY

=N s J5%8 Reads ABREIELS GCE= >Q20 >Q30 Mapping ttfl  Target Eb4l
H“mgaD”NbAlOOd 2133332 99.32%  43.69% 97.20% 92.40% 99.79% 70.23%
FFPE DNA- fF . 2671190 99.33%  49.49% 97.79% 93.67% 99.98% 81.54%
Rapi
FFPEDNA-f  CEV2 3109058 99.45%  48.33% 98.23% 94.73% 99.98% 71.54%
FFPE DNA- S 3462612 99.54%  45.94% 97.93% 93.90% 99.98% 75.86%
FFPE DNA- ZLE 2690282 99.45%  48.66% 98.02% 94.15% 99.99% 81.90%
H“mgangAlOOd 2133332 99.31%  44.61% 9715% 92.30% 99.78% 72.37%
FFPE DNA- BF . 2641964 99.39%  49.87% 97.97% 94.08% 99.99% 83.02%
Rapi
FFPEDNA-f5  PlusV2 4042716 99.26%  49.44% 97.98% 93.96% 99.98% 72.93%
FFPE DNA- 5 3400692 99.43%  46.39% 97.88% 93.80% 99.98% 7716%
FFPE DNA- ZLE 2659960 99.40%  48.72% 97.93% 93.97% 99.99% 82.31%

fE FAHuman blood gDNAFIFFPE DNA £ A1&4R, {5 FARapid CE V2FIRapid Plus V23172 EEFIPanel1Z433, IR EBEIXEI70% LA L.
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LHAIX EY IBEEIE / SUPERIOR FIDELITY OF LIBRARY AMPLIFICATION
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iTRI{S8 / ORDERING INFORMATION
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RK20254 Rapid CE DNA Lib Prep Kit for Illumina V2 8/ ¥1320 24)%x/ ¥3600 96 )%/ ¥13000

RK20255 Rapid Plus DNA Lib Prep Kit for IlluminaV2 8k / ¥2100 24X/ ¥5500 96X/ ¥20000

Antibody / Protein / ELISA Kits / Enzyme / NGS / Service




